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<210> 1 

<211> 1782 

212> DNA 

<213> Mycoplasma hyopneumoniae 

<400> 1 



atgaaaaaaa 
tttcttcatt 
ttaatgtaaa 
atcgaaatcc 
atttctacta 
tataacaatt 
ttataaaatt 



tgccactata 
tgcgccagaa 
cattagcgca 
aaccaggcat 
aaatattatt 
tttaaaaatt 
atcttgaatt 



ccagaggaaa gagcagtata taaaataatt aaaattacat 6 0 

tttttaagaa ttagtacatt aaaaagtaga acaaaagtta 12 0 

atccttaaga aaaaattaaa aglftttatct atttttttta 180 

aaatctttgt cagtatttat caafrtcggta ttttttcatt 240 

tgaatttgca ttttccataa tctakaattt tacatttttt 300 

actctttaat ttatagtatt tttttktttt ttagtctaaa 360 

ttatttgaat ttttataatt tagtaataaa aaatacaaat 420 




tttaaaaaaa 
aaagggaaca 
gcaacttcgc 
ggttcaactt 
tctattcgaa 
attatttctt 
gcacaaaata 
attgcccctg 
attccgattg 
tcttttgata 
ggaaaagaag 
atgccccaag 
caatattttt 
aataattg 
ggkactgccg 
aat^aaatca 
aatga^ggaa 
aaaatctctg 
gatcaaaafta 
cttcgggtttN 
aaagcaaaac 
aaaaatatta 
cctgatgcct 



attgattttt 
aaatgaaaaa 
ttgcatcaat 
ctgattctaa 
tagcactaac 
atgttgatga 
actgactcac 
aaaatggaag 
ttgcctatga 
atgaaaaagt 
atggtgcttt 
agacaatttc 
ataatggtgc 
atttatctcc 
gtcaaagaat 
aagctgttgg 
tggccgaaca 
taactcgtca 
tgacaattta 
taattgcaaa 
ccaaatat 



atagtataat 
aatgcttaga 
tattgcattt 
accacaagcc 
cgatccggat 
aacagaggca 
tcagcaagct 
tggagttgga 
tcgactaatt 
tggtgaatta 
tgattcaatt 
tttttataca 
aatgaaagta 
tgaaggcgaa 
ccaatctttt 
ttcaaaacca 
agcaatcacc 
agattataat 
taaacctgat 
gaaaaataaa 
ttcatttaaa 



at^caatttt agtaagtcca 
aa 



480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1782 



<210> 2 
<211> 419 



<212> PRT 



<213> Mycoplasma hyopneumoniae 
<400> 2 



Met Lys Lys Met\Leu Arg Lys Lys Phe 

5 



Leu Tyr Ser Ser Ala lie Tyr 
10 15 



Ala Thr Ser Leu Ala Ser lie lie Ala 
20 \ 25 



Phe Val Ala Ala Gly Cys Gly 

30 



Gin Thr Glu Ser Gly >Ser Thr Ser Asp 
35 \ 40 



Ser Lys Pro Gin Ala Glu Thr 
45 



Leu Lys His Lys Val Sen Asn Asp Ser 
50 \ 55 



lie Arg lie Ala Leu Thr Asp 
60 



Pro Asp Asn Pro Arg Trp lls^ Ser Ala 
65 70 



Gin Lys Asp lie lie Ser Tyr 
75 80 



Val Asp Glu Thr Glu Ala Ala^"fjjr Ser 

85 



Thr lie Thr Lys Asn Gin Asp 
90 95 



v 



Ala Gin Asn Asn Trp Leu Thr Gln\Gln 
100 \o5 



Lys Gly Phe lie lie Ala Pro Glu Asi 
115 120 



Ala Asn Leu Ser Pro Ala Pro 

110 

Gly Ser Gly Val Gly Thr Ala 
125 



Val Asn Thr lie Ala Asp Lys Gly lie 
130^ 135 



ro lie Val Ala Tyr Asp Arg 
140 



Leu lie Thr Gly Ser Asp Lys Tyr Asp 
145 150 



Trp yyr Val Ser Phe Asp Asn 
5 160 



Glu Lys Val Gly Glu Leu Gin Gly Leu 

165 



Ser Leu\ Ala Ala Gly Leu Leu 
170 \ 175 



Gly Lys Glu Asp Gly Ala Phe Asp Ser 
180 185 



lie Asp GiSn Met Asn Glu Tyr 
190 



Leu Lys Ser His Met Pro Gin Glu Thr 
195 200 



lie Ser Phe %rr Thr lie Ala 
2\s 



Gly Ser Gin Asp Asp Asn Asn Ser Gin 
210 215 



Tyr Phe Tyr Asn\Gly Ala Met 
220 



Lys Val Leu LysvGlu Leu Met Lys Asn Ser Gin Asn Lys lie lie Asp 
225 \ 230 235 240 



Leu Ser Pro Glu G]V Glu Asn Ala Val 

24? 



Tyr Val Pro Gly Trp Asn Tyr 
250 255 



Gly Thr Ala Gly Gin ^rg 
260 



lie Gin Ser 
265 



Phe Leu Thr lie Asn Lys Asp 

270 



Pro Ala 



Gly Gly Asn L} 
275 



lie Lys Ala 
280 



Val Gly Ser Lys Pro Ala Ser 
285 



lie Phe 
290 



Lys Gly Phe Leu 



U_a Pro Asn 
)5 



Asp Gly Met Ala Glu Gin Ala 
300 



lie Thr 
305 



Lys Leu Lys Leu 
310 



Glh. Gly Phe 



Asp Thr Gin Lys lie Phe Val 
315 320 



Thr Arg 
Asp Gin 



Gin Asp Tyr Asn 
325 

Asn Met Thr lie 
340 



Ast 



Ala 



Tyr LySy Pro 

,345 



Lys Thr Phe lie Lys Asp Gly 
330 335 

Asp Lys Val Leu Gly Lys Val 

350 



Ala Val Glu Val Leu Arg 
355 



Val Leu l\e 
360 



Ala Lys Lys Asn Lys Ala Ser 
365 



Arg Ser 
370 



Glu Val Glu Asn 



Glu Leu Lys 
375 



^la Lys Leu Pro Asn lie Ser 
380 



Phe Lys Tyr Asp Asn Gin 
385 390 



Thr Tyr Lys Va^ 



Gin Gly Lys Asn lie Asn 
395 400 



Thr lie Leu Val Ser Pro 

405 



Val lie Val 



Thr Dys Ala Asn Val Asp Asn 
410 \ 415 



Pro Asp Ala 

<210> 3 
<211> 25 
<212> PRT 



<213> Mycoplasma hyopneumoniae 



<400> 3 



Ala Gly Xaa\ Gly Gin Thr Glu Ser Gly Ser Thr Ser Asp Ser Lys Pro 

5 10 15 

Gin Ala Glu Leu Lys His Lys Val 

iO 25 



<210> 4 
<211> 29 
<212> PRT 

<213> Mycoplasma hyc^neumoniae 
<400> 4 

Thr lie Tyr Lys Pro Asp lVs Val Leu Gly Lys Val Ala Val Glu Val 

5 \ 10 15 

Leu Arg Val Leu lie Ala Lys Asn Lys Ala Ser Arg 

20 4$/ 25 

<210> 5 
^<211> 16 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 5 

Ala Glu Gin Ala lie Thr Lys Leu Lys Leu GlA Gly Phe Asp Thr Gin 

5 10 \ 15 



<210> 6 
<211> 14 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 6 

Lys Asn Ser Gin Asn Lys lie lie Asp Leu Ser Pro Glu Gl} 

5 10 



<210> \ 7 
<211> 
<212> PF 

<213> MycJyplasma hyopneumoniae 
<400> 7 

Ala Gly Xaa Tr^> Ala Lys Glu Thr Thr Lys Glu Glu Lys Ser 

5 10 



<210> 8 

<211> 10 

<212> PRT 

<213> Mycoplasma 

<400> 8 



mmoniae 




^ Ala Trp Val Thr Ala Asp GlyyThr Val Asn 
ds 5 \ 10 

<210> 9 



<211> 21 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 9 

Ala lie Val Thr Ala Asp Gly Thr Val Asn As^ Asn Lys Pro Asn Gin 

5 10 \ 15 

Trp Val Arg Lys Tyr 
20 

<210> 10 
<211> 15 
<212> PRT 



8- 



<213> Mycoplasma hyopneumoniae 
<220> 

<221> VARIANT 1 
<222> (12) 

<2 23> Residue m^y be L 
<220> 

<221> VARIANT 
<222> (13) 
<223> Residue may 
<400> 10 

Met Lys Leu Ala Lys Leu l^eu Lys Gly Phe Xaa Asn Met lie Lys 

5 \ 10 15 



<210> 11 

"<211> 15 

<212> PRT 

<213> Mycoplasma hyopneumoniae 
<220> 

<221> VARIANT 

<222> (4) 

<223> Residue may be I 
<220> 

<221> VARIANT 

<222> (5) 

<223> Residue may be E 
<220> 



-9- 



<221> VARIANT 

<222> (7) 

<223> Residiip niay be A 
<220> 

<221> VARIANT 

<222> (11) 

<22 3> Residue ma^\ be A 
<220> 

<221> VARIANT 

<222> (13) 

<223> Residue may be 1^ 

<400> 11 

Ala Asp Pro Phe Arg Tyr Val 

5 



Gin Gly Gin Xaa Met Val Gly 
10 15 



<210> 12 
<211> 18 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 12 

Ala Gly Xaa Leu Gin Lys Asn Ser Leu Leu G^u Glu Val Trp Tyr Leu 

5 10 \ 15 

Ala Leu 



<210> 13 
<211> 20 
<212> PRT 



- 10- 



<213> Mycoplasma hyopneumoniae 
<400> 13 

Ala Lys Asn Phe i^sp Phe Ala Pro Ser lie Gin Gly Tyr Lys Lys lie 

10 15 

Ala His Glu Leu 
20 

<210> 14 
<211> 12 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 14 

Asn Leu Lys Pro Glu Gin lie Leu\Gln Leu Leu Gly 

5 \ 10 

<210> 15 
<211> 19 
<212> PRT 

<213> Mycoplasma hyopneumoniae 
<400> 15 

Leu Leu Lys Ala Glu Xaa Asn Lys Xaa lie Glu\Glu lie Asn Thr Xaa 

5 10 \ 15 

Leu Asp Asn 

<210> 16 

<211> 23 

<212> DMA 

<213> Mycoplasma hyopneumoniae 
<220> 



11 



<221> modifr^d base 

<222> (3) 

<223> primer sequence with modified base: inosine ("i") 
<220> 

<221> modified base\ 

<222> (18) 

<223> primer sequence w\jlth modified base: inosine ("i") 

<400> 16 

acnaacgacg agaagccnca ggc\ 



23 



<210> 17 

<211> 23 

<212> DNA 

<213> Mycoplasma hyopneumoniae 
<220> 

< 2 2 1 > modi f i ed_bas e 

<222> (3) 

<223> primer sequence . with modified 
<220> 



inosine (" i" ] 



<221> modif ied_base 

<222> (9) 

<223> primer sequence with modified base: inos\j 
<220> 



( " i " ) 



<221> modif ied_base 
<222> (15) 

<223> primer sequence with modified base: inosine ("4") 




- 13- 



